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Objectives £ºTo investigate whether Single Nucleotide Polymorphisms (SNP) of Angiopoietin 1(Ang1) can influence microRNA binding and is correlated with stroke. Background: MicroRNA is a novel negative regulator of gene expression by targeting mRNA with ¡°seed sequence¡±. We reported a SNP +1602A/T in the binding sequence of Ang1, a growth factor with powerful vascular protective effects. We hypothesize that the SNP in Ang1 influences microRNA binging and is correlated with stroke. 
Methods: We constructed Luciferase reporter vector in which 3¡¯UTR contained the predicted microRNA target site with the SNP. Dual-Luciferase detection was used to detected whether the gene expression of Luciferase reporter vector with SNP were different from that of the wildtype. Clinical case-control study was conducted to analyze the correlation of SNP and stroke events. 
Results: SNP +1602A/T of Ang1 resulted in changes of expression levels indicated by Luciferase assay. The expression level of SNP A is less than half of that with SNP T (A is 24.5¡À12.1and T is 53.4¡À13.9, P<0.01). Association study showed that AA genotype was correlated with increased risk of hemorrhagic stroke in two groups. In first group, 1791 cases and 1843 controls were collected and odds ratio (OR) of risk is 3.214 
(CI 1.454¡«7.107, P<0.01). There are 395 cases and 790 controls in the second group and OR is 1.576(CI 1.031¡«3.105, P<0.01).  
Conclusions: SNP +1602A/T of Ang1 can influence microRNA binging and is correlated with increased risk of hemorrhagic stroke.

