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Objective. Analyze of p53 gene pattern in genomic DNA extracted from  peripheral blood leukocytes. 

Materials and methods. Seventeen patients with primary cardiomyopathies were examined. Eight healthy donors were served as a control group. Sequencing procedures was performed for the patterns with any p53 gene abnormality, detected by PCR-Single Strand Conformation Polymorfism.

Results. Abnormal electrophoretic mobility inside of 5-6 exons was detected in specimens from 2 of 17 patients. We performed the sequencing of specimens from 2 patients and from 1 from donor. At the donor pattern in the 5-6 exone sequence was shown the substitutions of adenine -cytosine - cytosine to adenine - adenine - cytosine and adenine  - cytosine - timin   to cytosine  - cytosine - timin in 155 and 211 codons, respectively. According to BLAST these correspond to p53 gene allele polymorphism. The substitution of adenine - timin - cytosine to adenine – timin - timin  - also was identified in 162 codon pattern from the patient with advanced Marfan’s syndrome, required surgical treatment. Nevertheless, p53 gene allele polymorphism was found in three sites of the 5th intron in the same pattern. The substitutions of timin – timin - timin  to  guanine - timin  - timin  (212 codon) and guanine - adenine - timin  to timin - adenine timin (148 codon) were detected in patient with severe obstructive hypertrophic cardiomyopathy (family history of sudden death, high level of asymmetric myocardial hypertrophy severe heart failure). 

Conclusion.  We suggest, that p53 gene abnormality play an important role in the pathogenesis of obstructive hypertrophic cardiomyopathy. 

